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Fig 2 



Peptide 3 X L Q E L M A 

Peptide 7 VLHQIAVARGK 

Peptide 14 DDDELFITSK 

Peptide 16 IPDVVNQVEMSPTLGQ 

Peptide 17 X V N E I P K 

Peptide 25 X V A Q V 

Peptide 29 IFDNXLTAED 
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Fig 3 

51 90 
Alfalfa KQGYRHFDTA AAYGSEQALG EALKEAIELG LVTREELFVT 
Glycyrrh. KQGYRHFDTA AAYGSETALG EALKEARDLG LVTREELFVT 
Soybean KQGYRHFDTA AAYGSEQALG EALKEAIHLG LVSRQDLFVT 
Opium poppy ELFIT 

91 140 
SKLWVTENHP HLVIPALQKS LKTLQLDYLD LYLIHWPLSS QPGKFSFPID 
SKLWVTENHP HLVIPALRKS LETLQLEYLD LYLIHWPLSS QPGKFSFPIQ 
SKLWVTENHP HLVLPALRKS LKTLQLEYLD LYLIHWPLSS QPGKFSFPIE 
SK 

141 190 

VADLLPFDVK GVWESMEESL KLGLTKAIGV SNFSVKKLEN LLSVATVLPA 

VEDLLPFDVK GVWESMEECL KLGLTKAIGV SNFSVKKLQN LLSVATIRPA 

VEDLLPFDVK GVWESMEECQ KLGLTKAIGV SNFSVKKLQN LLSVATIRPV 

LQE LMA. . .IPDV 

191 240 

VNQVEMN . . . LAWQQKKLRE FCNANGIVLT AFSPLRKGAS RGPNEVMEND 

VNQVEMN. . . LAWQQKKLRE FCTANGIVLT AFSPLRKGAS RGPNEVMEND 

VDQVEMN. . . LAWQQKKLRE FCKENGIIVT AFSPLRKGAS RGPNEVMEND 



VNQVEMSPTL. 



241 

MLKEIADAHG KSVAQISLRW LYEQGVTFVP KSYDKERMNQ NLC 
MLKGIAEAHG KSIAQVSLRW LYEQGVTFVA KSYDKERMNQ NLQ 
VLKEIAEAHG KSIAQVSLRW LYEQGVTFVP KSYDKERMNQ NLH 
VLHQIAVARG K VNEIP K 
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Fig 4 

cor 1.1 . MESNGVPMI TLSSG...IR MPALGMGTAE TMVKGTEREK LAFLKAIEVG 

cord. 2 . v E 

corl . 3 . 

corl . 4 . 

6'dcs MAAAIEI-T- VFPNSSAQQ W— S-P DFTCKKDT . - E-IIE-VKQ- 

corl . 1 YRHFDTAAAY QTEECLGEAI AEALQLGLIK SRDELFITSK LWCADAHADL 

corl. 2 S " 

corl . 3 -S 

corl . 4 -S 

6'dcs GS-QA L K— IH VS . -QD-V VTEN-PH- 

corl . 2 VLPALQNSLR NLKLDYLDLY LIHHPVSLKP GKFVNEIPKD HILPMDYKSV 

corl. 2 E 

corl . 3 " 

corl . 4 E 

6'dcs RK — K T-Q-E W-L-SQ SFP-EVE DL F-V-G- 

corl.l WAAMEECQTL GFTRAIGVCN FSCKRLQELM ETANSPPWN QVEMSPTLHQ 

corl. 2 S K A— KI 

corl . 3 K AA-KI 

corl. 4 S K AA-KI 

6'dcs -ES K- -L-K S V-K — N-L SV-TIR D NLAWQ- 

corl.l KNLREYCKAN NIMITAHSVL GAVGAAWGTN AVMHSKVLHQ IAVARGKSVA 

corl. 2 — I — ? — S- D 

corl. 3 t-IC-P — S- D 

corl . 4 — I—P — S- D 

6 r dcs -K F — E- G-IV— F-P- . RK — SR-P- E— END— KE — E-H 1- 

corl.l QVSMRWVYQQ GASLWKS FN EARMKENLKI FDWELTAEDM EKISEIPQSR 

cor 1.2 — S 

corl . 3 G N 

corl . 4 -G 

6'dcs L--L-E- -VTF-P — YD KE — NQ — H A— EQ-H H Q-S— 

corl.l TSSAAFLLSP TGPFKTEEEF WDEKD 

corl. 2 D 

corl. 3 D 

corl . 4 

6'dcs LISG K-..QLADL — DQI 
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FIGURE 6 
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FIGURE 7 
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FIGURE 8 
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FIGURE 9 
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Fig 10 



GAAA^TGGAGAGTAATGGTGTACCTATGATCACTCT 

CAGCTGAAACAATGGTAAAAGGAACAGAAAGAGAGAAATTGGCGTTTC 

ACTTCGATACAGCTGCTGCATACCAAACTGAAGAGTGTCTT^ 

TAATAAAATCTCGAGATGAACTCTTCATCACTTCCAAGCTCTGGTGCGCTGATGCTCACGCTGATCTTGTCCT 
CTGCTCTTCAGAATTCTCTGAGGAATCTTAAATTG 

TGAAGCCAGGGAAGTTTGTTAACGAAATACCAAAGGATCATATCCTTCCAATGGACTACAAAT 

CCATGGAAGAGTGTCAGACCCTTGGCTTCACTAGGGCAATCGGGGTCTGTAATTC 

AGTTGATGGAAAC^GCCAACAGCCCTCCAGTTGTGAATOVAGTGGAGATGAGCCCGACTT 

TGAGGGAATATTGCAAGGCCAATAATATCATGATCACCGCACACTCAGTTTTGG^ 

GCACCAATGCAGTTATGCATTCTAAGGTGCTTCACCAGATTGCTGTG 

GTATGAGATGGGTTTACCAGCAAGGCGCGAGTCTTGTGGTGAAAAGTT^ 

TT AAGATAT T T GATT GGGAACTAACGGCAGAAGACATGGAAAAGAT CAGTGAGAT TCCACAATCTAGAACAAGCT 

CTGCTGCTTTCTTGTTATCACCGACTGGACCTTTCAAAACTGAA^^ 

TCAATTATAGATGGTAAGTGAGGACTGTCAAAAAAGTAATCAGTTTTTCCCTCCGTTTTG 



corl. 2 
cds 1-966 

Fig 11 

ATGGAGAGTAATGGTGTACCTATGATCACTCTCAGTTCCGGCATT^ 

GAAACAATG GAAAAGGGAACAGAAAGAGAGAAATT GGC GTTTTTGAATGCGATAGAGGT C GGTTACAGACACTTC 
GATACAGCTGCTGCATACCAAAGTGAAGAGTGTCTTGGTGAAGCTAT^ 

AAATCTCGAGATGAACTCTTC^TCACTTCCAAGCTCrGGTGCGCTGATGCTCaCGC'pGATCTTGTCCTCCCTGCT 
CTTCAGAATTCTCTGAGGAATCTCAAATTGGAGTACCT^ 

CCAGGGAAGCTTGTTAACGAAATACCAAAGGATCATATTCTTCCAATGGACTACAAATCTGTAT 

GAAGAGTGTCAGACCCTTGGCTTCACTAGGGCAATCGGTGTO^ 

ATGGCAACAGCCAAGATCCCTCCAGTTGTGAATCAAGTGGAGAT 

GAATATTGCAAGGCCAATAATATCATGATCACTGCACACT^ 

AACGCAGTTATGGATTCTAAGGTGCTTCACCAGATTGCTGTGG 

AGATGGGTTTACCAGCAAGGCGCGAGTCTTGTGGTGAAAAGTTTCAATGAAGCGAGGATGAAGGAAAACCTTAAG 
ATATTTGATTCGGAACTAACGGCAGAAGATATGGAAAAGATCAGTGAGAT^ 

GATTJCTTGTTATCACCGACTGGACCTTTCAAAACTGAAGAAGAGTTCTGGGATGAGAAGGATTGA 



corl . 3 
cdsl-966 

Fig 12 

ATGGAGAGTAATGGTGTACCTATGATCACTCTCAGTTCCGGCATTCGGATGCCTGCTTTAGGTATGGGAACAGCT 

GAAACAATGGTAAAAGGAACAGAAAGAGAGAAATTGGCGTTTTTGAAAGCGATAGAG 

GATACAGCTGCTGCATACCAAAGTGAAGAGTGTCTTGGTGAAGCT^ 

AAATCTCGAGATGAACTCTTCATCACTTCCAAGCTCTGGTGCGCT 

CTTCAGAATTCTCTGAGGAATCTTAAATTGGACTATCT 

CCAGGGAAGTTTGTTAACGAAATACCAAAGGATCATATCCTTC 

GAAGAGTGTCAGACCCTTGGCTTraCTAGGGCAATCGGGGTCTGTAATTTCTCATGCAAAAAGCTTCAAGAGTTG 
ATGGCAGCAGCCAAGATCCCTCCAGTTGTGAATCAAGrrGGAGATGAGC^ 

GAATAT T GCAAGGCCAATAATATCATGATCACTGCACACTC GGTTT T GGGAGCCATATGTGCT CCATGGGGCAGC 
AATGCAGTTATGGATTCTAAGGTGCTTCACCAGATT 

AGATGGGTTT ACCAGCAAGGCGCGAGT CTAGTGGTGAAAAGTTT CAATGAAGGGAGGATGAAGGAAAACCTTAAG 
ATATTTGATTGGGAACTAACGGCAGAGAATATGGAAAAGATCA^ 

GATTTCTTGTTATCACCGACTGGA€CTTTCAAAACTGAAGAAGAGTTCTGGGATGAGAAGGATTGA 



corl . 4 
cdsl-966 

Fig 13 

ATGGAGAGTAATGGTGTACCTATGATCACTCTCAGTTC^ 

GAAACAATGGTAAAAGGAACAGAAAGAGAGAAATTGGCGTT TTT GAAAGCGATAGAGGTCGGTTACAGACACT T C 

GATACAGCTGCTGCATACCAAAGTGAAGAGTGTCTTGGTGAAGCTATAGCTGAAGCACTTCAACTTGG 

AAATCTCGAGATGAACTCTTCATCACTTCCAAGCTCT^ 
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CTTCAGAATTCTCTGAGGAATCTCAAATTGGAGTATCTT 
CCAGGGAAATTTGTTAACGAAATACCAAAGGATCAXATTCTTC 

GAAGAGTG T CAGACCCTTGGCTTCACTAGGGCAATC GGT GTCAGTAAT TTCTCATGCAAAAAGCTT CAAGAGTT G 

ATGGCAGCAGCCAAGATCCCTCCAGTTGTGAATCAAGTGGA 

GAATATTGCAAGGCCAATAATATCATGATCACTGCACACTC 

AATGCAGTTATGGATTCTAAGGTGCTTCACCAGATTGCTGT^ 

AGATGGGTTTACCAGCAAGGCGCGAGTCTTGTGGTGW 

ATATTTGATTGGGAACTAACGGCAGAAGATATGGAAAAGATCAGTGAGATTCCGCAATCT 
GCTTTCTTGTTATCACCGACTGGACCTTTCAAAACTGAAGAAGAGTTCTGGGATGAGAAGGATTGA 

corl. 5 
partial seq 

Fig 14 

TGTGGTGAATCAGGTGGAGATGTGGCCGACTTTACAT 

CATGATCACTGCACACTCGGTTTTGGGAGCCATAGGTGCTC^ 

GCTT 



corl - 6 
partial seq 

Fig 15 

CTCTGGTGCGCT^TGCTCACGCTGATCTTGTCCTC^ 
TACCTTGATCTATATTTGATACACCATCCGGTAAGCTTGAAGC 

CATATTCTTCCAATGGACTACAAATCTGTATGGGCAGCCATGGAAGAGTGTCAGACCCTTGGCTT 
ATCGGTGTCAGTAATTTCTCATGCAAAAAGCTTCAAGAGTT^ 



